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Microbiome analysis of the endometrium

The investigation of the endometrial mucosa for bacteria is based on the knowledge that (i) contrary to conventional
opinion, bacteria are regularly detected there and (ii) the composition of these bacteria (called microbiota or simply
microbiome) has an impact on the success of fertility treatment.

According to the literature [1-6], lactobacilli play a key role. An endometrial microbiome dominated by Lactobacil-
lus microbiome is described as a healthy, normal state.

Test: ebiom, sequencing by NGS for the analysis of bacteria in the endometrial microbiome
Sample material: Endocervical - endometrial smear

Table 1: Relative abundance of bacterial species

Bacteria (genus) Result Interpretation

Lactobacillus >99% I
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Test: ebiomCE, Real-Time PCR for the detection of bacteria associated with Chronic Endometritis
Sample material: Endocervical - endometrial smear

Table 2: Results of the Real-Time PCR

Pathogens of chronic endometritis PCR Result

Chlamydia trachomatis negative
Mycoplasma genitalium negative
Mycoplasma hominis negative
Neisseria gonorrhoeae negative
Ureaplasma parvum negative
Ureaplasma urealyticum negative

Geschaftsfiihrer Amtsgericht Miinchen Deutsche Bank AG

Dr. med. Hanns-Georg Klein, Dr. rer. nat. Stefan Mehrle HRB 241161 IBAN: DE 18 1007 0000 0831 7851 00
Dr. med. Konstanze Hértnagel, Dr. med. Hartmut Campe Ust - IdNr. DE320949669 BIC (Swift-Code): DEUTDEBBXXX




Shannon-Index: 0.01
The Shannon Index is a measure of diversity and abundance. In simple terms, a high abundance of Lactobacillus and a
low diversity of other bacteria causes a lower Shannon Index (< 1.0)

Interpretation of results:

L}
Lactobacillus spp. dominate the endometrial microbiome (relative abundance >80%). The results do not
indicate any therapeutic measures to influence the endometrial microbiome.

= Potentially pathogenic bacteria
There was no DNA from pathogenic (red) bacteria detected in the sample.

= Other bacteria
No other bacteria (blue) were detected in the sample.
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