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Microbiome analysis of the endometrium
The investigation of the endometrial mucosa for bacteria is based on the knowledge that (i) contrary to conventional
opinion, bacteria are regularly detected there and (ii) the composition of these bacteria (called microbiota or simply
microbiome) has an impact on the success of fertility treatment.

According to the literature [1-6], lactobacilli play a key role. An endometrial microbiome dominated by Lactobacil-
lus microbiome is described as a healthy, normal state.

Test: EBIOM sequencing by NGS
Sample material: Endocervical - endometrial smear

Table 1: Relative abundance of bacterial species

Bacteria (genus) Result Interpretation

Lactobacillus 40%

Gardnerella 58%

General notes: (1) The result corresponds to the percentage of reads (sequenced DNA fragments) per bacterial strain on genus level in
relation to all reads that can be assigned to a bacterial genome. (2) The cut-off is 3%. (3) Analysis software: Illumina Basespace. (4)
spp. = species. (5) When deciding on a possible therapy, please see ”Interpretation of results” and ”Further comments” on the back of
the report.
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Test: ebiomCE, Real-Time PCR for the detection of bacteria associated with Chronic Endometritis
Sample material: Endocervical - endometrial smear

Table 2: Results of the Real-Time PCR

Pathogens of chronic endometritis PCR Result

Chlamydia trachomatis Positive

Mycoplasma genitalium negative

Mycoplasma hominis negative

Neisseria gonorrhoeae negative

Ureaplasma parvum negative

Ureaplasma urealyticum negative
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Shannon-Index: 1.10
The Shannon Index is a measure of diversity and abundance. In simple terms, a high abundance of Lactobacillus and a
low diversity of other bacteria causes a lower Shannon Index (< 1.0)

Interpretation of results:

• Evaluation of the lactobacilli
A comparatively small amount of Lactobacillus spp. (green) was detected. For a Lactobacillus spp. dominated
microbiome, this proportion is at least 80% according to current scientific literature. An intake of probiotics
to promote a Lactobacillus spp. dominated microbiome should be considered. Prior to a control, treatment
should be discontinued for at least one week.

• Potentially pathogenic bacteria
Detection of DNA with a potentially pathogenic bacterial origin (red). For the genera listed an association
with poorer reproductive success has been shown in first studies.

• Other bacteria
No other bacteria (blue) were detected in the sample.

Further comments:
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[2] Moreno I, Codoñer FM, Vilella F, Valbuena D, Martinez-Blanch JF, Jimenez-Almazán J, Alonso R, Alamá P, Remoh́ı J, Pellicer
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	mytextfield: In the present case, the primary focus should be on treating the Chlamydia infection detected by real-time PCR. Doxycycline is considered the antibiotic of choice in this context. After successful treatment of the Chlamydia infection, a follow-up ebiom test may be considered to assess for a persistent dysbiosis of the endometrial microbiome.


